Appendix 1. Normality test of body weight rats early study

Case Processing Summary

Cases
Walid Missing Total
Group I Percent I Fercent I Fercent
Body Weight First  NCG 6 100,0% 0 0,0% 6 100,0%
FCG i 100,0% 0 0.0% i 100,0%
MTG B 100,0% 0 0,0% B 100,0%
Descriptives
Group Statistic Sta. Error
Body Weight First  NCG Mean 218,00 10,437
95% Confidence Interval Lower Bound 18217
far Mean UpperBound | 245,83
5% Trimmed Mean 220,44
Median 226,50
Wariance 653,600
Std. Deviation 25 566
Minimum 172
Maximum 240
Range Ga
Interquartile Range 39
Skewness -1,642 845
Kurosis 2362 1741
PCG  Mean 219,67 12208
95% Confidence Interval Lower Bound 188,05
for Mean UpperBound | 251,28
5% Trimmed Mean 217,63
Median 208,50
Wariance 907 467
Stdl. Deviation 30124
Minimum 198
Maximum 278
Range a0
Interquarile Range 34
Skewness 1854 845
Kurosis 34834 1,741
MTG Mean 207,25 11,809
95% Confidence Interval Lower Bound 175,09
for Mean UpperBound | 235,41
5% Trimmed Mean 208,06
Median 207,00
Wariance 1134500
Std. Deviation 33682
Minimum 136
Maximum 246
Range 110
Interquarile Range 36
Skewness -1,369 752
Kurosis 2777 1,481
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Tests of Normality

Kolmogorov-Smirnov? Shapiro-Wilk
Group | Statistic df Sig. Statistic df Sig.
Body Weight First  NCG 228 G 200 843 6 137
PCG 305 6 085 755 B 022
MTG 244 g8 176 880 B 184

* This is a lower hound of the true significance.
a. Lilliefors Significance Correction

Test of Homogeneity of Variance

Levene
Statistic df1 df2 Sig.
Body Weight First  Based on Mean 063 2 17 838
Based on Median 112 2 17 894
Based on Median and 112 2 16,127 894
with adjusted df
Based on trimmed mean 075 2 17 A28

Normal Q-Q Plot of Body Weight First
for Group= NCG

Expected Normal

T T T T T
6 180 200 20 260 260

Observed Value

Normal Q-Q Plot of Body Weight First
for Graup= PCG

Expected Normal

180 200 £ 240 260 E 300
Observed Value

Normal Q-Q Plot of Body Weight First
for Group= MTG

Expected Normal

25 15 s 20 =5 30

Observed Value
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Appendix 2. Normality test of body weight rats end study

Case Processing Summary

Cases
Walid Missing Total
Group I Percent I Percent M Percent
Body Last NCG 100,0% 0 0,0% i 100,0%
PCG 100,0% 0 0,0% i 100,0%
MTG 100,0% 0 0,0% 8 | 100,0%
Descriptives
Group Statistic | Std. Errar
Body Last  MNCG Mean 263,83 7,876
495% Confidence Interval Lower Bound 243549
for Mean UpperBound | 284,08
5% Trimmed Mean 263,70
Median 261,50
Variance IT2167
Stdl. Deviation 19262
Minimum 240
Maximum 290
Range a0
Interquartile Range 358
Skewness 206 845
Kurtosis -1,643 1,741
PCG  Mean 257 67 7662
495% Confidence Interval Lower Bound 237,97
for Mean UpperBound | 277,36
5% Trimmed Mean 258,46
Median 260,50
Variance 352 267
Stdl. Deviation 18,769
Minimum 22
Maximum 277
Range 53
Interquartile Range 2
Skewness -1,276 845
Kurtosis 2,030 1,741
MTG Mean 26313 6,852
95% Confidence Interval Lower Bound 245,92
for Mean UpperBound | 279,33
5% Trimmed Mean 263,14
Median 262,00
Variance 375554
Stdl. Deviation 193749
Minimum 236
Maximum 2590
Range H4
Interquartile Range 34
Skewness 013 752
Kurtosis -1,674 1,481
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Tests of Normality

Kolmogorov-Smirnoy® Shapiro-Wilk
Group | Statistic df Sig. Statistic df Sig.
BodyLast MNCG 213 G ,200 951 ] 748
PCG 216 G 200 898 3] 365
MTG 183 a8 2007 G943 ] G40
* This is a lower bound of the frue significance.
a. Lilliefors Significance Correction
Test of Homogeneity of Variance
Levene
Statistic df1 df2 Sig.
Body Last  Based on Mean 27T 2 17 761
Based on Median 367 2 17 698
Based on Median and 367 2 13,078 700
with adjusted df
Based on trimmed mean 313 2 17 736

Expected Normal

Expected Normal

Expected Normal

Normal Q-Q Plot of Body Last
for Group= NCG

T T T
240 280 280
Observed Value

Normal Q-Q Plot of Body Last
for Group= PCG

T
300

Observed Value

Normal Q-Q Plot of Body Last
for Group= MTG

T
260

T T T
240 260 260

Observed Value
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Appendix 3. Comparation test of body weight rats early study

Descriptives

Body Weight First

95% Confidence Interval for
Mean
M Mean Std. Deviation | Std. Error | Lower Bound Upper Bound Minimum | Maximum
MCG i 215,00 25 566 10,437 19217 24583 172 240
PCG G 219,67 30124 12,298 188,05 251,28 198 278
MTG g 207,25 33682 11,909 179,09 23541 136 246
Total 20 214,50 29,423 6,579 200,73 228,2 136 278
Test of Homogeneity of Variances
Body Weight First
Levene
Statistic dft df2 Sig.
063 2 17 38
ANOVA
Body Weight First
Sum of
Squares df Mean Square F Sig.
Between Groups 702167 2 351 083 aTe G50
Within Groups 15746,833 17 426,284
Total 16445 000 15

Multiple Comparisons

DependentVariable: Body Weight First

~ Mean 95% Confidence Interval
Difference (-
() Group  (J) Group J) Std. Error Sig. Lower Bound | Upper Bound
Tukey HSD  NCG FCG - 667 17,572 899 -4574 44 41
MTG 11,750 16,437 758 -30,42 53,92
PCG NCG 67 17,572 999 44 41 4574
MTG 12417 16,437 735 -29.75 54,58
MTG MCG -11,750 16,437 758 -5392 30,42
PCG -12,417 16,437 7358 -54 58 29,75
Bonferroni  NCG PCG - 667 17,572 1,000 47 32 4599
MTG 11,750 16,437 1,000 -31,89 55,39
PCG MCG JG6T 17,572 1,000 -45499 47,32
MTG 12417 16,437 1,000 -31,22 56,08
MTG NCG 11,750 16,437 1,000 -55,39 31,89
FCG -12,M7 16,437 1,000 -56,06 31,22
Body Weight First
Subsetfor
alpha=0.05
Group M 1
Tukey HSD*®  WTG g 207,25
NCG i 218,00
FCG i 218,67
Sig. 745
Means for groups in homogeneous subsets are

displayed.
a. Uses Harmonic Mean Sample Size = 6,544,

h. The group sizes are unequal. The harmonic
mean ofthe group sizes is used. Type | error
levels are not guaranteed.
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Appendix 4. Comparation test of body weight rats end study

Descriptives
Body Last
95% Confidence Interval for
Mean
M Mean Std. Deviation | Std. Error | Lower Bound Upper Bound Minimum | Maximum
NCG 5 263,83 19,282 7,876 243,59 284,08 240 240
PCG 5 257 BT 18,769 7,662 237,97 277,36 224 277
MTG ] 26313 18,379 6,852 246,92 279,33 236 240
Total 20 261,70 18,342 4,101 25312 270,28 224 240
Test of Homogeneity of VVariances
Body Last
Levene
Statistic dfl df2 Sig.
277 2 17 761
ANOVA
Body Last
Sum of
Squares df Mean Square F Sig.
Between Groups 141,158 2 70,5749 192 827
Within Groups 6251042 17 367,708
Total 63592 200 18
Multiple Comparisons
Dependent Variahle: Body Last
~ Mean 95% Confidence Interval
Difference (J-
() Group  (J) Group J) Std. Error Sig. Lower Bound | UpperBound
Tukey HSD  NCG PCG 6,167 11,071 a44 -22,2 34,57
MTG 708 10,356 987 -25,86 27,2
PCG MNCG -6,167 11,071 G44 -34,57 22,23
MTG -5,458 10,356 859 -32,03 21,1
MTG MCG - 708 10,356 997 -27,28 25,86
FCG 5,458 10,356 859 =211 32,03
Bonfarroni MCG FCG 6,167 11,071 1,000 -23,23 35,56
MTG ro8 10,356 1,000 -26,79 28,2
PCG MNCG -6,167 11,071 1,000 -35,56 23,2
MTG -5,458 10,356 1,000 -32,95 22,04
MTG MNCG -, 708 10,356 1,000 -28,20 26,79
PCG 5458 10,356 1,000 -22,04 32,95
Body Last
Subsetfor
alpha=0.05
Group M 1
Tukey HSD*®  PCG G 257 67
MTG 8 26313
MNCG i 263,83
Sig. 832

Means for groups in homogeneous subsets are

displayed.

a. Uses Harmonic Mean Sample Size = 6,545,

b. The group sizes are unequal. The harmonic
mean ofthe group sizes is used. Type | error
levels are not guaranteed.
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Appendix 5.

Comparation test of HE reading

Ranks
Groups M Mean Rank | Sum of Ranks
Atherosclerotic  Negative control group i 3,50 21,00
Posgitive control group i 9,50 a7,00
Total 12
Test Statistics™
Atheroscleroti
C
Mann-Whitney LI Jooo
Wilcoxon W 21,000
z -3127
Asymp. Sig. (2-tailed) ooz
Exact Sig. [2*(1-tailed 0028
S5ig.)]
a. Grouping Variable: Groups
h. Mot carrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
Atherosclerotic  MNegative control group i 7,00 42,00
MSCs treatment group g 7.88 63,00
Total 14
Test Statistics™
Atheroscleroti
C
Mann-Whitney LI 21,000
Wilcoxon W 42,000
z - 866
Asymp. Sig. (2-tailed) 386
Exact Sig. [2*(1-tailed ,T55b
S5ig.)]
a. Grouping Variable: Groups
h. Mot carrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
Atherosclerotic  Positive control group i 10,75 64,50
MSCs treatment group 8 f.06 40,50
Total 14
Test Statistics®
Atheroscleroti
c
Mann-Whitney U 4,500
Wilcoxon W 40,500
z -2,737
Asymp. Sig. (2-tailed) 006
Exact Sig. [2*(1-tailed ooa®
Sig.)]

a. Grouping Variable: Groups
h. Mot corrected for ties.
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Appendix 6. Hematoxilin and eosin stainning of negative control group
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Appendix 7. Hematoxilin and eosin stainning of positive control group
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Appendix 8. Hematoxilin and eosin stainning of MSC treatment group
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Appendix 9. IL-1a immunocytochemistry staining
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Appendix 10. IL-6 immunocytochemistry staining

156



Appendix 11. TGF-B1 immunocytochemistry staining
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Appendix 12. Comparison test of IL-1a expression

a. Grouping Yariable: Groups

h. Mot corrected for ties.
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Ranks
Groups I Mean Rank
IL1 alpha endothel  Megative control group i} 13,482
Positive control group i} 883
MSCs treatment group g 919
Total 20
Test Statistics™®
IL1 alpha
endothel
Chi-Square 3,384
df 2
Asymp. Sig. 183
a. Kruskal Wallis Test
h. Grouping Variahle:
Groups
Ranks
Groups M Mean Rank | Sum of Ranks
IL1 alpha endothel  Megative control group G 7,83 47,00
Positive control group G 517 31,00
Total 12
Test Statistics®
IL1 alpha
endothel
Mann-Whitney U 10,000
Wilcoxon W 31,000
it -1,357
Asymp. Sig. (2-tailed) 178
Exact Sig. [2*(1-tailed 240"
Sig.J]
a. Grouping Variable: Groups
h. Mot corrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
IL 1 alpha endothel  Megative control group i} 958 57,50
MSCs treatment group 8 5,84 47 .50
Total 14
Test Statistics®
IL1 alpha
endothel
Mann-Whitney L 11,500
Wilcoxon W 47500
z -1,804
Asymp. Sig. (2-tailed) 071
Exact Sig. [2*(1-tailed 1 oz®
Sig.)]




Ranks

Groups M Mean Rank | Sum of Ranks
IL1 alpha endothel  Positive control group G 77 43,00
MSCs treatment group 8 7,75 62,00
Total 14
Test Statistics®
IL1 alpha
endothel
Mann-Whitney L 22,000
Wilcoxon W 43,000
z -,290
Asymp. Sig. (2-tailed) 772
Exact Sig. [2*(1-tailed 852°
Sig.J]
a. Grouping Variahle: Groups
h. Mot corrected for ties.
Ranks
Groups Kl Mean Rank
IL1 alpha smooth Megative contral group i 1283
muscle Positive control group [i] 950
MSCs treatment group 8 9,50
Total 20
Test Statistics™"
IL1 alpha
smooth
muscle
Chi-Square 4912
df 2
Asymp. Sig. J0BE
a. Kruskal Wallis Test
h. Grouping Variahle:
Groups
Ranks
Groups il Mean Rank | Sum of Ranks
IL1 alpha smoath Megative control group 6 7,50 45,00
muscle Positive control group § 5,50 33,00
Total 12
Test Statistics®
IL1 alpha
smooth
muscle
Mann-Whitney U 12,000
Wilcoxon W 33,000
z -1.477
Asymp. Sig. (2-tailed) 140
Exact Sig. [2*(1-tailed 394"
Sig.)]

a. Grouping Yariable: Groups

h. Mot corrected for ties.
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Ranks

Groups ] Mean Rank | Sum of Ranks
IL1 alpha smooth Megative control group 6 8,83 53,00
muscle MSCs treatment group E] 6,50 52,00
Total 14
Test Statistics®
IL1 alpha
smooth
muscle
Mann-Whitney U 16,000
Wilcoxon W 52,000
i -1,695
Asymp. Sig. (2-tailed) 090
Exact Sig. [2*(1-tailed ,345h
Sig.J]

a. Grouping variable: Groups

h. Mot corrected for ties.

Ranks
Groups I Mean Rank | Sum of Ranks
IL1 alpha smooth Positive control group 6 7,80 4500
muscle MSCs treatment aroup ] 7,50 50,00
Total 14
Test Statistics®
IL1 alpha
smooth
muscle
Mann-Whitney U 24,000
Wilcoxon W 60,000
Z .0on
Asymp. Sig. (2-tailed) 1,000
Exact Sig. [2*(1-tailed ‘I,IJDIJb
Sig.)]
a. Grouping Yariable: Groups
b. Mot corrected for ties.
Ranks
Groups i Mean Rank
IL1 alpha macrophage  Megative control group [} 7.25
Paositive control group [} 10,67
MSCs treatment group 8 12,81
Total 20

Test Statistics™®
IL1 alpha
macrophage
Chi-Square 318
df 2
Asymp. Sig. 203

a. Kruskal Wallis Test

h. Grouping Variahle:
Groups
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Ranks

Groups I Mean Rank | Sum of Ranks
IL1 alpha macrophage  Megative control group G 542 32,50
Fositive control group i} 7.58 4550
Total 12
Test Statistics®
IL1 alpha
macrophage

Mann-Whitney L 11,500
Wilcoxon W 32,500
z -1,090
Asymp. Sig. (2-tailed) 276
Exact Sig. [2*(1-tailed ,310"
Sig.)]

a. Grouping Yariable: Groups

h. Mot corrected for ties.

a. Grouping Yariable: Groups

h. Mot corrected for ties.

Ranks
Groups I Mean Rank | Sum of Ranks
IL1 alpha macrophage  Megative control group G 533 32,00
MSCs treatment group g 913 73,00
Total 14
Test Statistics™
IL1 alpha
macrophage
Mann-Whitney L 11,000
Wilcoxon W 32,000
Z -1,711
Asymp. Sig. (2-tailed) oar
Exact Sig. [2*(1-tailed Al ozP
Sig.)]

a. Grouping Yariable: Groups

h. Mot corrected for ties.
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Ranks
Groups M Mean Rank | Sum of Ranks
IL1 alpha macrophage  Positive control group 6 6,58 3950
MSCs freatment group g 819 65,50
Total 14
Test Statistics™
IL1 alpha
macrophage

Mann-Whitney U 18,500
Wilcoxon W 39,500
z - 726
Asymp. Sig. (2-tailed) 68
Exact Sig. [2*(1-tailed 491 b
Sig )]




Appendix 13. Comparison test of 1L-6 expression

Ranks
Groups Kl Mean Rank
IL 6 endothel  Megative control group i 12,42
Paositive contral group i 975
MSCs treatment group a 963
Total 20
Test Statistics™°
IL 6 endothal
Chi-Square 1,048
df 2
Asymp. Sig. 582
a. Kruskal Wallis Test
h. Grouping Variahle:
Groups
Ranks
Groups M Mean Rank | Sum of Ranks
IL & endothel  Megative control group i} 7,33 44 00
Positive control group [i} 567 34,00
Total 12
Test Statistics®
IL 6 endothel
Mann-Whitney L 13,000
Wilcoxon W 34,000
z - B74
Asymp. Sig. (2-tailed) 382
Exact Sig. [2*(1-tailed ,485"
5ig.)]
a. Grouping Variahle: Groups
h. Mot corrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
IL & endothel  Megative control group i} 8,58 51,50
MSCs treatment group 6,69 53,50
Total 14
Test Statistics®
IL 6 endothel
Mann-Whitney L 17,500
Wilcoxon W 53,500
z -812
Asymp. Sig. (2-tailed) 362
Exact Sig. [2*(1-tailed 41 4k
5ig.)]

a. Grouping Variakle: Groups
h. Mot corrected for ties.
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Ranks

Groups il Mean Rank | Sum of Ranks
IL & endothel  Positive control group G 7,58 4550
MSCs treatment group ] 744 59,50
Total 14
Test Statistics®
IL & endaothel
Mann-Whitney L 23,500
Wileoxon W 59,500
z - 0g8
Asymp. Sig. (2-tailed) 8458
Exact Sig. [2*(1-tailed 950"
5ig.)]

a. Grouping Variable: Groups
b. Mot corrected for ties.

Ranks
Groups ] Mean Rank
IL & smooth muscle  Megative control group i} 10,25
Fositive control group i} 11,42
MSCs treatment group a 10,00
Total 20
Test Statistics™"
IL & smooth
muscle
Chi-Square 233
df 2
Asymp. Sig. 890
a. Kruskal Wallis Test
h. Grouping Variable:
Groups
Ranks
Groups M Mean Rank | Sum of Ranks
IL 6 smooth muscle  Megative control group G 6,17 3700
Fuositive contral group i} 6,83 41,00
Total 12
Test Statistics®
IL 6 smooth
muscle
Mann-Whitney L 16,000
Wilcoxon W 37,000
z -,333
Asymp. Sig. (2-tailed) 739
Exact Sig. [2*(1-tailed ,818b
Sig.l

a. Grouping Variahle: Groups
h. Mot corrected for ties.
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Ranks

Groups M Mean Rank | Sum of Ranks
IL 6 smooth muscle  Megative control group i} 7,58 4550
MSCs treatment group a 7.44 A8.50
Total 14
Test Statistics™
IL 6 smooth
muscle

Mann-Whitney L 23,500
Wilcoxon W 59,500
z - 067
Asymp. Sig. (2-tailed) 546
Exact Sig. [2*(1-tailed ,950"
Sig.)]

a. Grouping Yariable: Groups

h. Mot corrected for ties.

Ranks
Groups M Mean Rank | Sum of Ranks
IL 6 smooth muscle  Positive control group G 8,08 48,50
MSCs treatment group 8 7,06 56,50
Total 14
Test Statistics®
IL 6 smooth
muscle
Mann-Whitney L 20,500
Wilcoxon W 56,500
z - 484
Asymp. Sig. (2-tailed) 628
Exact Sig. [2*(1-tailed 662"
Sig.J]
a. Grouping Variahle: Groups
h. Mot corrected for ties.
Ranks
Groups 4l Mean Rank
IL 6 macrophage  Megative control group i} 725
Positive control group i} 13,82
MSCs treatment group a 10,38
Total 20
Test Statistics™®
IL&
macrophage
Chi-Square 4,008
df 2
Asymp. Sig. 135

a. Kruskal Wallis Test
h. Grouping Variahle:

Groups
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Ranks

Groups M Mean Rank | Sum of Ranks
IL 6 macrophage  Megative contral group G 4 67 28,00
Positive contral group G 833 50,00
Total 12
Test Statistics™
IL6
macrophage
Mann-Whitney L 7,000
Wilcoxon W 28,000
z -1,806
Asymp. Sig. (2-tailed) 071
Exact Sig. [2*(1-tailed 093"
Sig.)]
a. Grouping Yariable: Groups
h. Mot corrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
IL 6 macrophage  Megative contral group G 6,08 36,50
MSCs treatment group 8 856 68,50
Total 14
Test Statistics™
IL6
macrophage
Mann-Whitney L 16,500
Wilcoxon W 36,500
z -1,134
Asymp. Sig. (2-tailed) 257
Exact Sig. [2*(1-tailed 282"
Sig.)]
a. Grouping Yariable: Groups
h. Mot corrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
IL 6 macrophage  Positive control group G 908 54 60
MSCs treatment group 8 6,31 50,50
Total 14
Test Statistics™
IL6
macrophage
Mann-Whitney L 14,500
Wilcoxon W 50,500
z -1,263
Asymp. Sig. (2-tailed) 207
Exact Sig. [2*(1-tailed 278"
Sig.)]

a. Grouping Yariable: Groups

h. Mot corrected for ties.
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Appendix 14. Comparison test of TGF-f1 expression

Ranks
Groups I Mean Rank
TGF betha 1 endothel  Megative control group [ 8,58
Positive control group [ 1075
MSCs treatment group 8 11758
Total 20
Test Statistics™®
TGF betha 1
endothel
Chi-Square 1114
df 2
Asymp. Sig. a72
a. Kruskal Wallis Test
h. Grouping Variahle:
Groups
Ranks
Groups M Mean Rank | Sum of Ranks
TGF betha 1 endothel  Megative control group i} 6,00 36,00
FPositive control group i} 7,00 42,00
Total 12
Test Statistics™
TGF hetha 1
endothel
Mann-Whitney L 16,000
Wilcoxon W 36,000
z -602
Asymp. Sig. (2-tailed) 616
Exact Sig. [2*(1-tailed 695"
Sig.)]
a. Grouping Yariable: Groups
h. Mot corrected for ties.
Ranks
Groups M Mean Rank | Sum of Ranks
TGF betha 1 endothel  Megative control group i} 6,08 36,50
MSCs treatment group 8 8,56 68,50
Total 14
Test Statistics®
TGF betha 1
endothel
Mann-Whitney L 16,500
Wilcoxon W 36,500
z -1,188
Asymp. Sig. (2-tailed) 235
Exact Sig. [2*(1-tailed 282°
Sig.J]

a. Grouping Variahle: Groups
h. Mot corrected for ties.
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Ranks

Groups

Mean Rank

Sum of Ranks

TGF hetha 1 endothel

Pasitive control group
MSCs treatment group
Tatal

6 7,25
8 7,69

43,50
61,50

Test Statistics®

TGF betha 1
endothel

Mann-Whitney L
Wilcoxon W

z

Asymp. Sig. (2-tailed)
Exact Sig. [2*(1-tailed
Sig.J]

22,500
43,500
-207
836
852°

a. Grouping variable: Groups

h. Mot corrected for ties.

Ranks

Groups

Mean Rank

TGF betha 1 smooth
muscle

Megative control group
Positive control group
MSCs treatment group
Total

(== e T = ]

1217
12,00
813

Test Statistics™"

TGF b

mu

smooth

etha 1

scle

Chi-Square
df
Asymp. Sig.

2,488

-
s

288

a. Kruskal Wallis T

h. Grouping Variab
Groups

Ranks

est
le:

Groups

Mean Rank

Sum of Ranks

TGF betha 1 smooth
muscle

Megative control group
Fositive control group
Total

6,50
6,50

oW m

39,00
39,00

Test Statistics®

TGF betha 1
smooth
muscle

Mann-Whitney U
Wilcoxon W

z

Asymp. Sig. (2-tailed)
Exact Sig. [2*(1-tailed
Sig.)]

18,000
39,000
000
1,000
1,000"

a. Grouping Yariable: Groups

h. Mot corrected for ties.
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Ranks

Groups N Mean Rank | Sum of Ranks
TGF betha 1 smoaoth Megative control group 6 a17 55,00
muscle MSCs treatment group 8 6,25 50,00
Total 14
Test Statistics®
TGF betha 1
smooth
muscle
Mann-Whitney U 14,000
Wilcoxon W 50,000
z -1,363
Asymp. Sig. (2-tailed) 73
Exact Sig. [2*(1-tailed 278"
Sig.)]

a. Grouping Yariable: Groups

h. Mot corrected for ties.

Ranks
Groups ] Mean Rank | Sum of Ranks
TGF betha 1 smooth Positive control group 6 9,00 54,00
muscle MSCs treatment aroup ] 5,38 51,00
Total 14
Test Statistics™
TGF hetha 1
smooth
muscle
Mann-Whitney L 15,000
Wilcoxan W 51,000
z -1,2495
Asymp. Sig. (2-tailed) 195
Exact Sig. [2*(1-tailed 2820
Sig.l
a. Grouping Variable: Groups
h. Mot corrected for ties.
Ranks
Groups M Mean Rank
TGF betha 1 macrophage  Megative control group 6 9,492
Fositive control group ] 14,25
MSCs treatment group a8 8,13
Total 20
Test Statistics™"
TGF hetha 1
macrophage
Chi-Square 34873
df 2
Asymp. Sig. 37

a. Kruskal Wallis Test

h. Grouping Variable:
Groups

168




Ranks

Groups M Mean Rank | Sum of Ranks
TGF betha 1 macrophage  Megative control group 4 5,25 31,50
Positive control group 3] 7,75 46,50
Total 12
Test Statistics™
TGF betha
macrophage
Mann-Whitney L 10,500
Wilcoxon W 31,500
z -1,248
Asymp. Sig. (2-tailed) 212
Exact Sig. [2*(1-tailed ,24[]b
Sig.)]

a. Grouping Variable: Groups

h. Mot corrected for ties.

a. Grouping Yariable: Groups

h. Mot corrected for ties.

Ranks
Groups I Mean Rank | Sum of Ranks
TGF betha1 macrophage  Megative control group 3] 817 458,00
MSCs treatment group 8 7,00 56,00
Total 14
Test Statistics™
TGF betha 1
macrophage
Mann-Whitney U 20,000
Wilcoxon W 56,000
z -532
Asymp. Sig. (2-tailed) 545
Exact Sig. [2*(1-tailed ,662"
Sig )]

a. Grouping Yariable: Groups

h. Mot corrected for ties.
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Ranks
Groups I Mean Rank | Sum of Ranks
TGF betha 1 macrophage  Positive control group 3] 10,00 60,00
MSCs treatment group 8 563 4500
Total 14
Test Statistics™
TGF betha 1
macrophage
Mann-Whitney L 9,000
Wilcoxon W 45000
z -1,994
Asymp. Sig. (2-tailed) 048
Exact Sig. [2*(1-tailed ,059b
Sig.)]




Appendix 15. Kappa Test

Case Processing Summary
Cases
Walid Missing Total
i Percent il Percent il Percent
IL 1 alpha endothel expert 20 100,0% o] 0,0% 20 100,0%
1*IL1 alpha endothel
expert 2
IL 1 alpha endothel expert 1 * IL 1 alpha endothel expert 2 Cr
Count
IL 1 alpha endothel expert 2
Mo Weak Moderate
expression expression expression Total
IL 1 alpha endothel expert Mo expression 0 1 0 1
1 Weak expression 0 8 1 9
Moderate expression 1 i} 2 9
Strong expression 1 0 0 1
Total 2 15 3 20
Symmetric Measures
Asymp. Std.
Walue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa REX] 136 1,108 268
M ofvalid Cases 20
a. Mot assuming the null hypothesis.
b. Using the asymptotic standard error assuming the null hypothesis.
Case Processing Summary
Cases
Walid Missing Total
il Percent M Percent M Percent
IL 1 alpha smooth 20 100,0% 0 0,0% 20 100,0%
muscle expert1 *1L 1
alpha smooth muscle
axpert 2
IL 1 alpha smooth muscle expert 1 *IL 1 alpha ith le expert 2 Cr
Count
IL1 alpha smooth muscle expert 2
Mo Weak Moderate
expression Expression EeXpression Total
IL1 alpha smooth Mo expression 18 0 0 18
muscle expert 1 Weak expression 0 1 1 2
Total 18 1 1 20
Symmetric Measures
Asymp. Std.
WValue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa 730 87 4,219 000
M ofvalid Cases 20

a. Mot assuming the null hypothesi

5.

b. Using the asymptotic standard error assuming the null hypothesis.
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Case Processing Summary

Cases
Walid Missing Total
i Percent il Percent il Percent
IL1 alpha macrophage 20 100,0% o] 0,0% 20 100,0%
expert1 *IL1 alpha
macrophage expert 2

IL 1 alpha macrophage expert 1 * IL 1 alpha macrophage expert 2 Crosstabulation

Count
IL1 alpha macrophage expert 2
Mo ‘Weal Moderate Strong
EXpression expression EXpression EXpression Total

IL 1 alpha macrophage Mo expression 1 1] 0 a 1
expert Weak expression 0 6 0 0 g

Moderate expression a i 2 a 7

Strong expression 1] 1] 3 3 i}
Total 1 i 5 3 2

Symmetric Measures
Asymp. Std.
WValue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa 4249 50 3191 0
M ofvalid Cases 20
a. Mot assuming the null hypothesis.
b. Using the asymptotic standard error assuming the null hypothesis.
Case Processing Summary
Cases
Walid Missing Total
M Percent M Percent M Percent
IL 6 endothel expert1 *IL 20 100,0% 0 0,0% 20 100,0%
G endothel expert 2

IL 6 endothel expert 1 * IL 6 endothel expert 2 Crosstabulation

Count
IL 6 endathel expert 2
Mo Weal
expression expression Total
IL & endothel expert1 Mo expression 4 0 4
Weak expression 0 7 T
Moderate expression 0 g 9
Total 4 16 20
Symmetric Measures
Asymp. Std.
WValue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa 338 21 3,54 000
M ofvalid Cases 20

a. Mot assuming the null hypothesis.
b. Using the asymptotic standard error assuming the null hypothesis.
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Case Processing Summary

Cases
Walid Missing Total
i Percent il Percent il Percent
IL 6 smooth muscle 20 100,0% 0 0,0% 20 100,0%
expert1 *IL 6 smooth
muscle expert 2
IL 6 smooth muscle expert 1 * IL 6 smooth muscle expert 2 Crosstabulation
Count
IL & smooth muscle expert 2
Mo ‘Weal Moderate Strong
EXpression expression EXpression EXpression Total
IL & smooth muscle Mo expression 4 0 0 i} 4
expert Weak expression 1 7 2 0 10
Moderate expression a i 0 a 5
Strong expression 1] 1] 0 1 1
Total 5 12 2 1 20
Symmetric Measures
Asymp. Std.
WValue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa 357 AT 2,459 012
M ofvalid Cases 20
a. Mot assuming the null hypothesis.
b. Using the asymptotic standard error assuming the null hypothesis.
Case Processing Summary
Cases
Walid Missing Total
i Percent M Percent M Percent
IL 6 macrophage expert 1 20 100,0% 0 0,0% 20 100,0%
*IL & macrophage expert
2
IL 6 macrophage expert 1 *IL 6 macrophage expert 2 Crosstabulation
Count
IL & macrophage expert 2
Mo Weak Moderate Strong
EXpression Expression expression expression Total
IL 6 macrophage expert1 Mo expression [ 1] 1] 0 [
Weak expression 1] 3 1 0 4
Moderate expression a 4 1 0 ]
Strong expression 1] 1] 3 2 ]
Total 6 7 5 2 20
Symmetric Measures
Asymp. Std.
Walue Error® Approx. ™ Approx. Sig.
Measure of Agreement  Kappa 468 138 3,765 ,ooo
M ofvalid Cases 20

a. Mot assuming the null hypothesis.

b. Using the asymptotic standard error assuming the null hypothesis.
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Case Processing Summary

Cases
Walid Missing Total
i Percent il Percent il Percent
TGF betha 1 endothel 20 100,0% 0 0,0% 20 100,0%
expert1 * TGF hetha 1
endothel expert 2
TGF betha 1 endothel expert 1 * TGF betha 1 expert 2 Cr:
Count
TGF hetha 1 endothel expert 2
Weak Moderate Strong
BXpression BYpression Bxpression Total
TGF betha 1 endothel Weak expression 1 0 0 1
expert 1 Moderate expression 3 1 1] 4
Strong expression 0 3 7 15
Total 4 9 7 2
Symmetric Measures
Asymp. Std.
WValue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa 137 26 1,031 303
M ofvalid Cases 20
a. Mot assuming the null hypothesis.
b. Using the asymptotic standard error assuming the null hypothesis.
Case Processing Summary
Cases
Walid Missing Total
i Percent il Percent il Percent
TGF betha 1 smoath 20 100,0% 0 0,0% 20 100,0%
muscle expert 1 * TGF
betha 1 smooth muscle
expert 2
TGF betha 1 smooth muscle expert 1 * TGF betha 1 smooth muscle expert 2 Crosstabulation
Count
TGF hetha 1 smooth muscle expert 2
Mo Weak Moderatz
EXpression EXpression ExXpression Total
TGF betha 1 smooth Mo expression 3 2 0 i
muscle expert 1 Weak expression 2 10 0 12
Moderate expression 0 1 3
Total 5 14 1 20
Symmetric Measures
Asymp. Std.
Walue Error? Approx. T Approx. Sig.
Measure of Agreement  Kappa 412 1495 2,414 016
M ofvalid Cases 20

a. Mot assuming the null hypothesis.

b. Using the asymptotic standard error assuming the null hypothesis.
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Case Processing Summary

Cases
Walid Missing Total
i Percent il Percent il Percent
TGF hetha 1 macrophage 20 100,0% o] 0,0% 20 100,0%
expert1 * TGF hetha 1
macrophage expert 2

TGF betha 1 macrophage expert 1 * TGF betha 1 macrophage expert 2 Crosstabulation

Count
TGF betha 1 macrophage expert 2
Mo ‘Weal Moderate Strong
EXpression expression EXpression EXpression Total
TGF betha 1 macrophage Mo expression 2 1 0 a 3
expert Weak expression 0 7 0 0 7
Moderate expression a 3 2 a 5
Strong expression 1] 1] 1 4 5
Total 2 i 3 4 2
Symmetric Measures
Asymp. Std.
WValue Error? Approx. ™ Approx. Sig.
Measure of Agreement  Kappa G458 133 4,871 000
M ofvalid Cases 20

a. Mot assuming the null hypothesis.
b. Using the asymptotic standard error assuming the null hypothesis.
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Appendix 16. Ethical clearance
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